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Abstract
We describe here the draft  genome  sequence  and basic characteristics of Escherichia  coli  isolate  INF13 /
18 / A , which was isolated from Universiti Sains Malaysia  (USM) Hospital. This isolate  was identified as an
extended-spectrum β-lactamase-producing Escherichia  coli  strain harboring the antimicrobial resistance genes
TEM, CTX-M-1, and CTX-M-9. © 2020 Wan Makhtar et al. This is an open-access article distributed under the terms
of the Creative Commons Attribution 4.0 International license.
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